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<210> 1 

<211> 1071 

<212> DNA 

<213> Oryza sativa 



<220> 

<221> CDS 

<222> (1)..(1071) 

<400> 1 

atg gcg teg etc ace gee gee ctg gee acg ccg gcg gee get gee etc 4 8 

Met Ala Ser Leu Thr Ala Ala Leu Ala Thr Pro Ala Ala Ala Ala Leu 
15 10 15 

etc etc etc gtc etc etc gee gee ccc gee tec gee gee aac ttc ace 96 
Leu Leu Leu Val Leu Leu Ala Ala Pro Ala Ser Ala Ala Asn Phe Thr 
20 25 30 

tgc gcg gtg get tea ggc ace ace tgc aag tec gee ate etc tac acc 144 
Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala lie Leu Tyr Thr 
35 40 45 

tec ccc aac gee acc acc tac ggc aac etc gtc gec cgc ttc aac acc 192 
Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala Arg Phe Asn Thr 
50 55 60 

acc acc etc ccc gac etc etc ggc gee aac ggc etc ccc gac ggc acg 240 
Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu Pro Asp Gly Thr 
65 70 75 80 



1 



ctt tec tec gec ccc gtc gec gec aat tec acc gtc aaa ate ccc ttc 288 
Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val Lys lie Pro Phe 
85 90 95 

cgc tgc cgc tgc aac ggc gac gtc ggc cag teg gac cgc etc ccc ate 336 
Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp Arg Leu Pro lie 
100 105 110 

tac gtc gtg cag ccg cag gac ggg etc gac gee ate gcg cgc aac gtg 384 
Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala lie Ala Arg Asn Val 
115 120 125 

ttc aac gec ttc gtc acc tac cag gag ate gec gec gcg aac aac ate 432 
Phe Asn Ala Phe Val Thr Tyr Gin Glu lie Ala Ala Ala Asn Asn lie 
130 135 140 

ccc gac ccc aac aag ata aat gtc age cag acg ctg tgg att ccg ctg 480 
Pro Asp Pro Asn Lys lie Asn Val Ser Gin Thr Leu Trp lie Pro Leu 
145 150 155 160 

ccc tgc age tgc gac aag gag gaa ggc tct aac gtg atg cac etc gee 528 
Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val Met His Leu Ala 
165 170 175 

tac age gtc ggc aaa ggg gag aac acg teg gcg ate get gee aag tac 576 
Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala lie Ala Ala Lys Tyr 
180 185 190 

ggg gtg acg gag tec acg ctt etc acc aga aat aag ate gac gac ccc 624 
Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys lie Asp Asp Pro 
195 200 205 

acg aaa ttg cag atg gga cag att eta gat gtc ccg etc cct gtg tgc 672 
Thr Lys Leu Gin Met Gly Gin lie Leu Asp Val Pro Leu Pro Val Cys 
210 215 220 

cgt tea tea ate age gat acc tea get gat cac aat ctg atg etc etc 720 
Arg Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn Leu Met Leu Leu 
225 230 235 240 

ccg gat ggc acc tat gga ttc acc gca gga aac tgc ate cgc tgc age 768 
Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys lie Arg Cys Ser 
245 250 255 

tgc agt tea act acc tac cag eta aac tgc act gca gta cag aac aag 816 
Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala Val Gin Asn Lys 
260 265 270 

gga tgc ccg tea gtg cca ctg tgc aat gga acg ctg aag ctt ggt gag 864 
Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu Lys Leu Gly Glu 
275 280 285 

acg aac ggc acc ggt tgc gga tea aca acg tgc gee tac agt ggt tac 912 
Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala Tyr Ser Gly Tyr 
290 295 300 



2 



tec aac agt tea teg etc ate ata caa ace age ctt gca act aat cag 960 
Ser Asn Ser Ser Ser Leu lie lie Gin Thr Ser Leu Ala Thr Asn Gin 
305 310 315 320 

aca aca gee tgc cag aga gga gga tct ggg agg teg cag ttc get agg 1008 
Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser Gin Phe Ala Arg 
325 330 335 

tec atg tgg age atg tct gtt ate tec ttc cac atg gtg ttg ate att 1056 
Ser Met Trp Ser Met Ser Val lie Ser Phe His Met Val Leu lie lie 
340 345 350 

ate tgt ttc ctt tga 1071 
lie Cys Phe Leu 
355 



<210> 2 

<211> 356 

<212> PRT 

<213> Oryza sativa 

<400> 2 

Met Ala Ser Leu Thr Ala Ala Leu Ala Thr Pro Ala Ala Ala Ala Leu 
15 10 15 



Leu Leu Leu Val Leu Leu Ala Ala Pro Ala Ser Ala Ala Asn Phe Thr 
20 25 30 



Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala lie Leu Tyr Thr 
35 40 45 



Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala Arg Phe Asn Thr 
50 55 60 



Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu Pro Asp Gly Thr 
65 70 75 80 



Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val Lys lie Pro Phe 
85 90 95 



Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp Arg Leu Pro lie 
100 105 110 



Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala lie Ala Arg Asn Val 
115 120 125 



3 



Phe Asn Ala Phe Val Thr Tyr Gin Glu lie Ala Ala Ala Asn Asn lie 
130 135 140 



Pro Asp Pro Asn Lys lie Asn Val Ser Gin Thr Leu Trp lie Pro Leu 
145 150 155 160 



Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val Met His Leu Ala 
165 170 175 



Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala lie Ala Ala Lys Tyr 
180 185 190 



Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys lie Asp Asp Pro 
195 200 205 



Thr Lys Leu Gin Met Gly Gin lie Leu Asp Val Pro Leu Pro Val Cys 
210 215 220 



Arg Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn Leu Met Leu Leu 
225 230 235 240 



Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys lie Arg Cys Ser 
245 250 255 



Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala Val Gin Asn Lys 
260 265 270 



Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu Lys Leu Gly Glu 
275 280 285 



Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala Tyr Ser Gly Tyr 
290 295 300 



Ser Asn Ser Ser Ser Leu lie lie Gin Thr Ser Leu Ala Thr Asn Gin 
305 310 315 320 



Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser Gin Phe Ala Arg 
325 330 335 



Ser Met Trp Ser Met Ser Val He Ser Phe His Met Val Leu He He 



4 



340 



345 



350 



lie Cys Phe Leu 
355 



<210> 3 

<211> 987 

<212> DNA 

<213> Oryza sativa 



<220> 

<221> CDS 

<222> (1) . . (987) 

<400> 3 

gcc aac ttc acc tgc gcg gtg get tea ggc ace ace tgc aag tec gec 48 

Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 

ate etc tac acc tec ccc aac gcc acc acc tac ggc aac etc gtc gcc 96 
lie Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 

cgc ttc aac acc acc acc etc ccc gac etc etc ggc gcc aac ggc etc 144 
Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 

ccc gac ggc acg ctt tec tec gcc ccc gtc gcc gcc aat tec acc gtc 192 
Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 

aaa ate ccc ttc cgc tgc cgc tgc aac ggc gac gtc ggc cag teg gac 240 
Lys lie Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 

cgc etc ccc ate tac gtc gtg cag ccg cag gac ggg etc gac gcc ate 288 
Arg Leu Pro lie Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala lie 
85 90 95 

gcg cgc aac gtg ttc aac gcc ttc gtc acc tac cag gag ate gcc gcc 336 
Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala 
100 105 110 

gcg aac aac ate ccc gac ccc aac aag ata aat gtc age cag acg ctg 3 84 

Ala Asn Asn He Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu 
115 120 125 

tgg att ccg ctg ccc tgc age tgc gac aag gag gaa ggc tct aac gtg 432 
Trp He Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 

atg cac etc gcc tac age gtc ggc aaa ggg gag aac acg teg gcg ate 4 80 



5 



Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala lie 
145 150 155 160 



get gee aag tac ggg gtg acg gag tec acg ctt etc acc aga aat aag 52 8 

Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 

ate gac gac ccc acg aaa ttg cag atg gga cag att eta gat gtc ccg 576 
lie Asp Asp Pro Thr Lys Leu Gin Met Gly Gin lie Leu Asp Val Pro 
180 185 190 

etc cct gtg tgc cgt tea tea ate age gat acc tea get gat cac aat 624 
Leu Pro Val Cys Arg Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 

ctg atg etc etc ccg gat ggc acc tat gga ttc acc gca gga aac tgc 672 
Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 

ate cgc tgc age tgc agt tea act acc tac cag eta aac tgc act gca 720 
lie Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 240 

gta cag aac aag gga tgc ccg tea gtg cca ctg tgc aat gga acg ctg 768 
Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 

aag ctt ggt gag acg aac ggc acc ggt tgc gga tea aca acg tgc gee 816 
Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 

tac agt ggt tac tec aac agt tea teg etc ate ata caa acc age ctt 864 
Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu lie lie Gin Thr Ser Leu 
275 280 285 

gca act aat cag aca aca gec tgc cag aga gga gga tct ggg agg teg 912 
Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 

cag ttc get agg tec atg tgg age atg tct gtt ate tec ttc cac atg 960 
Gin Phe Ala Arg Ser Met Trp Ser Met Ser Val lie Ser Phe His Met 
305 310 315 320 

gtg ttg ate att ate tgt ttc ctt tga 987 
Val Leu lie lie lie Cys Phe Leu 
325 



<210> 4 

<211> 328 

<212> PRT 

<213> Oryza sativa 

<400> 4 



6 



Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
1 5- 10 15 



lie Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 



Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 



Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 



Lys lie Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 



Arg Leu Pro lie Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala lie 
85 90 95 



Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu lie Ala Ala 
100 105 110 



Ala Asn Asn lie Pro Asp Pro Asn Lys lie Asn Val Ser Gin Thr Leu 
115 120 125 



Trp lie Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 



Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala lie 
145 150 155 160 



Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 



lie Asp Asp Pro Thr Lys Leu Gin Met Gly Gin lie Leu Asp Val Pro 
180 185 190 



Leu Pro Val Cys Arg Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 



Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 



7 



lie Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 240 



Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 



Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 



Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu lie lie Gin Thr Ser Leu 
275 280 285 



Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 



Gin Phe Ala Arg Ser Met Trp Ser Met Ser Val lie Ser Phe His Met 
305 310 315 320 



Val Leu lie lie lie Cys Phe Leu 
325 



<210> 5 

<211> 1612 

<212> DNA 

<213> Oryza sativa 

<400> 5 



ttccatcggt aattttgaaa 


tttcagtgat 


tttttgttct 


ccaagtctga 


ctcaaaccaa 


60 


tcaattccac 


acaagttcac 


cattttctac 


tttgatgcaa 


tcgaaccaaa 


ggatagggaa 


120 


aggcccacgc 


tgcaaccatt 


taagtcgcca 


caagcactag 


catcgaggca 


tactcctcct 


180 


gctccagtgt 


caacacgaca 


gtcaaacaaa 


caccaagcct 


ctcattccca 


cctctcgagg 


240 


agagctttcc 


ccaccatggc 


gtcgctcacc 


gccgccctgg ccacgccggc 


ggccgctgcc 


300 


ctcctcctcc 


tcgtcctcct 


cgccgccccc 


gcctccgccg 


ccaacttcac 


ctgcgcggtg 


3 60 


gcttcaggca 


ccacctgcaa 


gtccgccatc 


ctctacacct 


cccccaacgc 


caccacctac 


420 


ggcaacctcg 


tcgcccgctt 


caacaccacc 


accctccccg 


acctcctcgg 


cgccaacggc 


480 


ctccccgacg gcacgctttc 


ctccgccccc 


gtcgccgcca 


attccaccgt 


caaaatcccc 


540 


ttccgctgcc 


gctgcaacgg 


cgacgtcggc 


cagtcggacc 


gcctccccat 


ctacgtcgtg 


600 



8 



cagccgcagg 


acgggctcga 


cgccatcgcg cgcaacgtgt 


tcaacgcctt 


cgtcacctac 


660 


caggagatcg 


ccgccgcgaa 


caacatcccc 


gaccccaaca 


agataaatgt 


cagccagacg 


720 


ctgtggattc 


cgctgccctg 


cagctgcgac 


aaggaggaag 


gctctaacgt 


gatgcacctc 


780 


gcctacagcg 


tcggcaaagg 


ggagaacacg 


tcggcgatcg 


ctgccaagta 


cggggtgacg 


840 


gagtccacgc 


ttctcaccag 


aaataagatc 


gacgacccca 


cgaaattgca gatgggacag 


900 


attctagatg 


tcccgctccc 


tgtgtgccgt 


tcatcaatca 


gcgatacctc 


agctgatcac 


960 


aatctgatgc 


tcctcccgga 


tggcacctat 


ggattcaccg 


caggaaactg 


catccgctgc 


1020 


agctgcagtt 


caactaccta 


ccagctaaac 


tgcactgcag 


tacagaacaa 


9ggatgcccg 


1080 


tcagtgccac 


tgtgcaatgg 


aacgctgaag 


cttggtgaga 


cgaacggcac 


cggttgcgga 


1140 


tcaacaacgt 


gcgcctacag 


tggttactcc 


aacagttcat 


cgctcatcat 


acaaaccagc 


1200 


cttgcaacta 


atcagacaac 


agcctgccag 


agaggaggat 


ctgggaggtc 


gcagttcgct 


1260 


aggtccatgt 


ggagcatgtc 


tgttatctcc 


ttccacatgg 


tgttgatcat 


tatctgtttc 


1320 


ctttgatgtt 


ggagactact 


gcaactctag 


atggtacatt 


tcaaagagtt 


ctctacgatc 


1380 


tatgattgtt 


gtatacgata 


tatgattgtt 


gtcgtaactt 


agattttgat 


gactggttta 


1 Ado 


tccagctttg 


aaatttgagt 


tttgactctg 


ttctttagag gatgagtggc 


acttgtacgg 


1500 


ctgcttgaat 


aaaacgtcga 


tgtattgtat 


tcgatctgca 


tctgaaaagg 


aatattcatt 


1560 


agataggatt 


attcgaaata 


aaaagatccc 


acatgttttt 


gttaaaaaaa 


aa 


1612 



<210> 6 

<211> 435 

<212> PRT 

<213> Oryza sativa 

<400> 6 

Asn Phe Ser Asp Phe Leu Phe Ser Lys Ser Asp Ser Asn Gin Ser lie 
1 5 10 15 

Pro His Lys Phe Thr He Phe Tyr Phe Asp Ala He Glu Pro Lys Asp 
20 25 30 

Arg Glu Arg Pro Thr Leu Gin Pro Phe Lys Ser Pro Gin Ala Leu Ala 
35 40 45 

Ser Arg His Thr Pro Pro Ala Pro Val Ser Thr Arg Gin Ser Asn Lys 

9 



50 55 60 



His Gin Ala Ser His Ser His Leu Ser Arg Arg Ala Phe Pro Thr Met 
65 70 75 80 



Ala Ser Leu Thr Ala Ala Leu Ala Thr Pro Ala Ala Ala Ala Leu Leu 
85 90 95 



Leu Leu Val Leu Leu Ala Ala Pro Ala Ser Ala Ala Asn Phe Thr Cys 
100 105 110 



Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala lie Leu Tyr Thr Ser 
115 120 125 



Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala Arg Phe Asn Thr Thr 
130 135 140 



Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu Pro Asp Gly Thr Leu 
145 150 155 160 



Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val Lys lie Pro Phe Arg 
165 170 175 



Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp Arg Leu Pro lie Tyr 
180 185 190 



Val Val Gin Pro Gin Asp Gly Leu Asp Ala He Ala Arg Asn Val Phe 
195 200 205 



Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala Ala Asn Asn He Pro 
210 215 220 



Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu Trp He Pro Leu Pro 
225 230 235 240 



Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val Met His Leu Ala Tyr 
245 250 255 



Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He Ala Ala Lys Tyr Gly 
260 265 270 



10 



Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys lie Asp Asp Pro Thr 
275 280 285 



Lys Leu Gin Met Gly Gin lie Leu Asp Val Pro Leu Pro Val Cys Arg 
290 295 300 



Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn Leu Met Leu Leu Pro 
305 310 315 320 



Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys lie Arg Cys Ser Cys 
325 330 335 



Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala Val Gin Asn Lys Gly 
340 345 350 



Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu Lys Leu Gly Glu Thr 
355 360 365 



Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala Tyr Ser Gly Tyr Ser 
370 375 380 



Asn Ser Ser Ser Leu lie lie Gin Thr Ser Leu Ala Thr Asn Gin Thr 
385 390 395 400 



Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser Gin Phe Ala Arg Ser 
405 410 415 



Met Trp Ser Met Ser Val lie Ser Phe His Met Val Leu He He He 
420 425 430 



Cys Phe Leu 
435 



<210> 7 

<211> 918 

<212> DNA 

<213> Oryza sativa 



<220> 

<2 21> CDS 

<222> (1) . . (918) 

<400> 7 



11 



gcc aac ttc acc tgc gcg gtg get tea ggc acc acc tgc aag tec gee 
Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 



48 



ate etc tac acc tec ccc aac gcc acc acc tac ggc aac etc gtc gcc 96 
lie Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 

cgc ttc aac acc acc acc etc ccc gac etc etc ggc gcc aac ggc etc 144 
Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 

ccc gac ggc acg ctt tec tec gcc ccc gtc gcc gcc aat tec acc gtc 192 
Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 

aaa ate ccc ttc cgc tgc cgc tgc aac ggc gac gtc ggc cag teg gac 240 
Lys lie Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 

cgc etc ccc ate tac gtc gtg cag ccg cag gac ggg etc gac gcc ate 288 
Arg Leu Pro lie Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala lie 
85 90 95 

gcg cgc aac gtg ttc aac gcc ttc gtc acc tac cag gag ate gcc gcc 3 36 

Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu lie Ala Ala 
100 105 110 

gcg aac aac ate ccc gac ccc aac aag ata aat gtc age cag acg ctg 3 84 

Ala Asn Asn lie Pro Asp Pro Asn Lys lie Asn Val Ser Gin Thr Leu 
115 120 125 

tgg att ccg ctg ccc tgc age tgc gac aag gag gaa ggc tct aac gtg 432 
Trp lie Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 

atg cac etc gcc tac age gtc ggc aaa ggg gag aac acg teg gcg ate 480 
Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala lie 
145 150 155 160 

get gcc aag tac ggg gtg acg gag tec acg ctt etc acc aga aat aag 528 
Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 

ate gac gac ccc acg aaa ttg cag atg gga cag att eta gat gtc ccg 576 
lie Asp Asp Pro Thr Lys Leu Gin Met Gly Gin lie Leu Asp Val Pro 
180 185 190 

etc cct gtg tgc cgt tea tea ate age gat acc tea get gat cac aat 624 
Leu Pro Val Cys Arg Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 

ctg atg etc etc ccg gat ggc acc tat gga ttc acc gca gga aac tgc 672 
Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 



12 



ate cgc tgc age tgc agt tea act acc tac cag eta aac tgc act gca 720 
lie Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 240 

gta cag aac aag gga tgc ccg tea gtg cca ctg tgc aat gga acg ctg 768 
Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 

aag ctt ggt gag acg aac ggc acc ggt tgc gga tea aca acg tgc gec 816 
Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 

tac agt ggt tac tec aac agt tea teg etc ate ata caa acc age ctt 864 
Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu lie lie Gin Thr Ser Leu 
275 280 285 

gca act aat cag aca aca gee tgc cag aga gga gga tct ggg agg teg 912 
Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 

cag ttc 918 

Gin Phe 

305 



<210> 8 

<211> 306 

<212> PRT 

<213> Oryza sativa 

<400> 8 

Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 



lie Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 



Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 



Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 



Lys lie Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 



Arg Leu Pro He Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He 
85 90 95 



13 



Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala 
100 105 110 



Ala Asn Asn He Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu 
115 120 125 



Trp He Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 



Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He 
145 150 155 160 



Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 



He Asp Asp Pro Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro 
180 185 190 



Leu Pro Val Cys Arg Ser Ser lie Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 



Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 



He Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 240 



Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 



Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 



Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu 
275 280 285 



Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 



Gin Phe 



14 



305 



<210> 9 

<211> 32 

<212> PRT 

<213> Oryza sativa 



<220> 

<221> MIS COFEATURE 

<222> (2) . . (2) 

<223> "Xaa" indicates any amino acid. 
<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> "Xaa" indicates any amino acid. 
<220> 

<221> MISC__FEATURE 

<222> (13) . . (13) 

<223> "Xaa" indicates any amino acid. 
<220> 

<221> MIS C_FEATURE 

<222> (30) . . (30) 

<223> "Xaa" indicates any amino acid. 

<400> 9 

Ala Xaa Phe Thr Xaa Ala Val Ala Ser Gly Thr Thr Xaa Lys Ser Ala 
15 10 15 



lie Leu Tyr Thr Ser Pro Val Ala Thr Thr Tyr Gly Asn Xaa Val Ala 
20 25 30 



<210> 10 

<211> 7 

<212> PRT 

<213> Oryza sativa 

<400> 10 

Thr Tyr Leu lie Ala Ser Lys 
1 5 



<210> 11 

<211> 19 

<212> DNA 

<213> Artificial 
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<220> 

<223> An artificially synthesized primer sequence 
<400> 11 

tgtagaggat ggcggactt 

<210> 12 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially synthesized primer sequence 
<400> 12 

ggaaacagct atgaccatg 



<210> 13 

<211> 385 

<212> DNA 

<213> Oryza sativa 

<400> 13 

acagaacaag ggatgcccgt cagtgccact gtgcaatgga acgctgaagc ttggtgagac 
gaacggcacc ggttgcggat caacaacgtg cgcctacagt ggttactcca acagttcatc 
gctcatcata caaaccagcc ttgcaactaa tcagacaaca gcctgccaga gaggaggatc 
tgggaggtcg cagttcgcta ggtccatgtg gagcatgtct gttatctcct tccacatggt 
gttgatcatt atctgtttcc tttgatgttg gagactactg caactctaga tggtacattt 
caaagagttc tctacgatct atgattgttg tatacgatat atgattgttg tcgtaactta 
gattttgatg actggtttat ccagc 



<210> 14 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 14 

caccacagaa caagggatgc ccgt 

<210> 15 

<211> 24 

<212> DNA 
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<213> Artificial 



<220> 

<223> an artificially synthesized primer sequence 
<400> 15 

gctggataaa ccagtcatca aaat 

<210> 16 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 16 

caccctacag tggttactcc a 



<210> 17 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 17 

tcctatctaa tgaatattcc 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 18 

tacccgcttc gcgtcggcat 

<210> 19 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 19 

tgcttccgcc agtggcgcga 
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<210> 20 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 20 

ccagtaagtc ctcagccatg ga 



<210> 21 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 21 

ggacacaatg attagggatc ac 

<210> 22 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 22 

atggaacgct gaagcttggt gaga 

<210> 23 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 23 

ctcatcctct aaagaacaga gtca 
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